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ON THE COVER: Three-dimensional structure of the Escherichia coli aspartate transcarbamoylase holoenzyme in the R state with
two ATP molecules and a Mg** cation bound to each regulatory chain. The two catalytic trimers are shown as surface representations
(tan). One chain of each of the three regulatory dimers is colored yellow, while the other is colored green. The two regulatory dimers
on the sides are shown as surface representations, while the third, in front, is shown as a ribbon trace. The binding of the two ATP
molecules and one Mgz' molecule induces an alteration of the N-termini of the regulatory chains (thick lines), displacing them into
the adjacent regulatory chain and thereby strengthening the dimer interface and further stabilizing the R state of the enzyme. This
figure was generated using UCSF Chimera. [Cockrell, G. M., et al. (2013) Biochemistry 52, 8036—8047]
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