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ON THE COVER: Thiol labeling of a single cysteine residue (yellow spheres) has been used to monitor rare unfolding events in a
protein under nativelike conditions. The residues (gray spheres) surrounding the buried cysteine move apart, resulting in solvent
exposure and hence labeling of the side chain thiol. This deprotection of the side chain is associated with an energy barrier between
the native state and a partially unfolded, labeling-competent intermediate. Such intermediates have been mapped onto the unfolding
energy landscape of the protein monellin using the kinetic and thermodynamic information obtained from thiol labeling. [Malhotra,
P., and Udgaonkar, ]. B. (2014) Biochemistry $3, 3608—3620]
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