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Cover photograph (Copyright © 2013, American Society for Microbiology. All Rights Reserved.): Colorized scanning electron micrograph of
bacteria sitting on the surface of etched orthoquartzite sand from a cave in Venezuela. Geochemical evidence suggests that this etching is due
to the activity of microorganisms within the cave. In this issue, Barton et al. further explore this microbe-mineral interaction by examining
how the cave environment affects the genomic organization of bacteria. (See related article on page 4793.)



